
A Made-up ‘Hominid’ Tale from Science Mag:
Denisovans

Nowadays there is a common mobility in some scientific journals and internet sites
that are set to work on Darwinism’s advocacy. Some remains of living things that
were found in the past years, the insufficiency and invalidity of which were proven,
are being brought back to the agenda again to be presented as evidence of evolution.

One of the latest examples of this has been published on sites such as Sciencemag
and Dailymail. Stories revealing Darwinist imagination has been made the topic of
articles one more time, by bringing a small piece of a finger bone and a few teeth to
the fore.

How Was Denisovan Humans Generated?

As it is known, in an article published in Nature magazine in December 2010, it was
announced that a newly discovered, "one more extinct 'hominid line' was found".
Since this finding was attained through the information obtained from the fossil
remains found in Denisova Cave in Altay Mountains of Siberia, this so-called new



species was named Denisovan Human (or Homo Altai). The Denisovans - despite
there is no available evidence at all - were introduced as a human being of a
supposedly different type from today's man and a sub-species of modern man.

Darwinists claimed that the extinct Denisovans, like the Neanderthals, left Africa 400-
500 thousand years ago. And supposedly, while the Neanderthals were spreading to
Europe, the Denisovans immigrated to Asia.

Again, according to this claim, about 40-50 thousand years ago the Denisovans
exchanged genes with the ancestors of today's people who had subsequently
migrated from Africa. From this point of view, 4% of the genes of the people living in
the Papua New Guinea region today were shown as belonging to the Denisovans.
However, the Denisovans had neither transferred genes to people in other parts of
Asia nor to other Southeast Asian peoples from Australia, New Zealand, or Indonesia.

UNTRUE
HOW WERE A PIECE OF FINGER BONE AND TWO TEETH ANNOUNCED AS A
“NEW SPECIES”?

To which fossil discovery this so-called new hominid species whose life stories were
told was based on, as it became the subject of scientific researches and articles? How
were genetic maps formulated over these fossils, and what is more, how were man’s
immigration routes over the Earth and their genetic exchanges explained through it?
Let’s now see that all these are not founded on any evidence at all and they are mere
conjecture:

The cave where the fossils were found actually hosted many human communities
even animals from ancient times. Hand tools and ornaments were also found in the
same layers. It was claimed that a bone fragment of 0.5 cm in diameter found
amongst the fossil remains in this cave belonged to the medium phalange tip of the
right hand of this so-called new hominid. Later on, two molar teeth were added to this
allegation. The diameter of the molar teeth were slightly wide, and their roots were
inclined outward. Darwinists who commented on this in their way of suppositions
suggested that the found remains could belong to modern man.



First of all, claiming that the bone fragment found represents a different species when
it is even doubtful whether in terms of its shape it belongs to a finger or another
region of the body is moving away from reason and scientific method. The fact that
this molar tooth does not resemble today's people with subtle differences does not
indicate that these remains are of a different living species. When we are to compare
people living in different countries, it is possible to come across various morphological
differences. This can vary according to the age, gender, circumstnaces of the living
environment the intensity of the physical work done, eating habits, or the food
consumed, again to the extent permitted by the genes. It is also possible to
encounter severe structural disorders in a variety of gene or bone diseases.

The irrationality of attempting to write history based on generalizations made on a
few fossil fragments belonging to one or two individuals is blatant at this stage.
Moreover, even if we assume that these fossils are genuine, there is no proof that
shows these do not belong to a person with a genetic, hormonal or bone disease. For
that reason, making generalizations built on a single individual would overtly be an
unscientific method to follow.

EFFORTS TO CHART THE GENETIC MAP OF DENISOVAN FOSSILS

In order to reinforce their so-called evidence, scientists who have studied the
Denisovan fossils claimed they had charted the genetic map of found fossil fragments.
According to their presumptions, they had developed new techniques for obtaining
genetic sequences from fossil remains, and they alleged;

The Denisovan fossil contained some differences from the human genome.
Today’s Papua New Guinea man had 4% of Denisovan genes in their genetic
makeup.



50,000 years ago, Denisovans interacted with their human ancestors in social life
and then immigrated to the Papua region in Southeast Asia.
The most interesting of all of these was the assertion that Denisovan genes were
not transferred to any other human being living today.

Before scientifically refuting these claims, it is important to make a crucial reminder at
this point: All these assumptions are propounded only by interpretation of the studies
made on fossil remains. Therefore, such comments have no scientific basis or
credibility.

WHY IS FOSSIL DNA SEQUENCING NOT RELIABLE?

As it is known, the Human Genome Project gave its first results in 2003. The human
DNA, received from living individuals was relatively easy to process and intact, and it
was revised several times within the next 13 years for the correction of deficiencies
and mistakes. Until today, genetic maps of only 7 to 8 individuals could be charted. It
was seen that the human genome consisted of about 3.4 billion bases, and the
difference between individuals was only smaller than one in a thousand. And yet,
these differences did not occur in gene coding regions, but mostly in regions where
such a difference is necessary as a requirement of the immune system, like the MHC
gene.

When we consider the necessity of advanced techniques even studying the DNA
sampled from living human beings, it is obvious there arise many difficulties in DNA
research of fossil remains.

We can briefly summarize these obstacles as follows:

1- Contamination (mixing of other organic wastes) problem

The reliability of the technique used during the purification of the DNA to be examined
is highly essential to prevent any mistakes. In fact, the biggest problem with DNA
research on fossils is the likelihood of its mixing with other organic wastes. As we
have stated at the beginning, the region where Denisovan fossils were unearthed
hosted many human beings and animals. Therefore, the DNA of these living things is
blended with the DNA of the fossil findings. When the DNA of microorganisms and
various insects are added to these, a completely intermixed pool of DNA is
encountered. In this case, it is almost impossible not to make mistakes on studying
the fossil DNA. In point of fact, the magazine mentions that the part of the DNA
sample that belongs to the Denisovan fossil is only 0.17%.

2- Problem of finding DNA in fossils in fragmented form

Human DNA is an enormous library comprised of 3.4 billion base pairs. It is possible
to determine the sequence and the chromosome mapping of the DNA obtained from a
living human being. However, DNA discovered in a fossil is in a fragmented state by
influence of tens of thousands of years passed so far. Most have a maximum sequence
of 50-70 bases. When DNA is considered as a whole, this would mean 50-100 million
pieces. It would not be wrong to compare this to a puzzle consisting of 100 million
pieces. Moreover, you have no template in hand that shows how to solve this puzzle.

It is stated in the article that in order to overcome this problem, genomes of human
beings living today and chimpanzees were used as a template. Then, how will the
intrusive DNA blended together to it from other living things be distinguished? To start
with, the use of the human genome as a template in a research that attempts at
revealing differences from the human genome is not, of course, right as a scientific
method and the results of such a study is not reliable.



3- Chemical and enzymatic problems

The chemical changes that the fossilized DNA has undergone all through the years in
its natural environment may also cause modifications in the base chain. In addition,
enzymes such as Uracil-DNA glycosylase and endonuclease which are used in
preparation of DNA may also disrupt the structure of the sequence. Again, the PCR
technique used to amplify the DNA is also open to errors.

4- General error margin set to be 1.5%

Besides all these problems, the error margin set to be 1.5% as stated in the article is
also another problem. Because again, according to their claims, the difference
between the gene sequences of Denisovan fossils and contemporary human beings is
exactly the same amount. In this case, it will remain as an uncertainty whether this
discrepancy reflects the truth or is due to an error. To sum up, all these are divorced
from scientific method, and misdirect science for ideological reasons.

THE EVOLUTION IS A PRESUPPOSITION FAR FROM BEING SCIENTIFIC

If scientific findings support a certain theory, it should be accepted as true.
But, if the results have no advocacy for that theory, it should be rejected.
This is a binding rule for evolution as well. As in the case of Denisovan humans,
since Darwinists unquestionably adopt evolution and do research upon this
presupposition, we are faced with a purely ideological steering, far away from
principles of science.

It is possible to encounter this fact in every Darwinist publication, in every university,
and every book. There is, of course, no scientific basis for explanations based on
Darwinist presuppositions. The scientific method inquires research to be held with no
prejudice or ideological bias, and without any limitations.

The outcome of all fossil research made up until today as well as the complex
structure of life demonstrate that life emerged instantaneously and in perfection. This
is, too, one of the clearest proofs that evolution has never happened.

EMBLAZONING EVOLUTION STORIES WITH STATISTICAL CALCULATIONS
DOES NOT HELP

The efforts of evolutionists to produce evidence for the so-called theory of evolution
also persist with statistical calculations they employ with computer technology. The
attempt to bring forth a difference regarding gene sequence of Denisovan fossils
sources from this. Because, according to the so-called theory of evolution, living
things require genetic sequence changes emerging from a common ancestor gradually
in time. According to the imaginary evolutionary tree that Darwinists have drawn with
their conjecture, there must be a little discrepancy in genetic sequence between close
relatives. Thus, the divergence of genes needs to increase as the kinship moves
apart. This is described as "divergence" in statistical terms. Darwinists even take
these accounts further. They venture to determine when the common ancestor was
singled out, according to the degree of divergence between genes of two living
beings. For example, based on claims that there is a 95-98% similarity between
human and the chimpanzee genes, it is assumed that their common ancestor lived 6
million years ago. Again, attempts to date back Neanderthals’ exit from Africa to 400-
500 thousand years ago were also carried out with such statistical calculations.

Yet there is not even a single evidence that proves of a common ancestor. However,
those who read these writings in some scientific journals rely on scientists and think



that these assumptions are correct. This is how evolution propaganda is made with
assertions based on methods of indoctrination exploiting computations only.

There is also criticism from evolutionist circles about this kind of work. Richard E.
Green of the Leipzig Institute and David Reich of Harvard Medical made these
comments:

“[T]heir work depends heavily on complex mathematical statistics that make their
arguments hard to follow. And the statistical insights, however informative, do not
have the solidity of an archaeological
fact.” (http://www.nytimes.com/2010/05/07/science/07neanderthal.html)

DENISOVAN IS NOT A DIFFERENT SPECIES, BUT A HUMAN BEING

The data obtained from the work done is far from proving that Denisovan fossils
belong to a different species. On the contrary, there is evidence in the article
demonstrating that they are the same as the present day human beings.

In the said article, it is speculated that Denisovan humans entered into relationship
with their so-called human ancestors, who had supposedly lived 40-50 thousand years
ago. However, even if we were to assume this speculation to be true, that would
indicate another evidence revealing the fact that the Denisovan fossil is the same
species as human beings. As it is known, only individuals of the same species have
the ability to breed and reproduce. And the genes should possess the equal number of
chromosomes and identical genes in order to recombine and be inherited in a healthy
way.

Stanford University paleontologist Richard Klein said the following on this topic:

 “[T]he authors’ theory of an early interbreeding episode did not seem to have
taken full account of the archaeological background. They are basically saying,
‘Here are our data, you have to accept it.’ But the little part I can judge seems to
me to be problematic, so I have to worry about the rest.”
(http://www.nytimes.com/2010/05/07/science/07neanderthal.html)

SAME GENES AND DIFFERENT HUMANS

The genetic structure of all people who live today and lived from the past to present is
the same. The main factors that enable people to develop different appearances, and
height, eye-skin color, etc. are the differences in the working time and speed of their
genes. What genes will be activated in which cells, when, and for how long, are
determined through markings made on DNA with molecules such as acetyl and
methyl. This situation is known as the turning on and off of the genes according to
changing conditions and needs. This magnificent regulation and active control system,
ongoing at any moment, is again managed by certain DNA regions. Giving an account
of this control mechanism, which requires a very precise arrangement, only through
genetic sequencing is beyond the bounds of possibility.

The features of DNA codes, such as offering intelligent solutions and taking initiatives,
cannot be attributed to DNA itself. There must be an intelligence that directs and
knows how to regulate various regions.

As we mentioned above, according to the first data of the Human Genome Project,
the difference of genetic sequences between human beings is less than 0.1%. Much of
these differences stem from modifications that cause genetic diseases, and the
differences in sequences that differentiate us from each other and cause us to be
perceived as foreign entities, such as the MHC protein gene. Other than this, the
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genes that keep our vital functions operating are the same in all of us. As is known, a
single letter change in the DNA sequence or the addition or deletion of a base causes
the degradation of the protein to be produced. Even very small mutations may cause
diseases or fatal outcomes. For this reason, there is no place for random mutations in
explaining the differences among human societies. The emergence of different human
types is because of the turning on and of of genes, and the variation within species.

A PRIMITIVE HUMAN NEVER EXISTED

As you can see, the idea of evolution is attempted to be upheld for ideological
reasons, but not in the light of scientific principles.

Darwinist ideology, which is the mainstay of the separatist and divisive movements
that feed racist ideas in society, invented a tale of a family tree from primitive to
modern man. In order to keep their fairytale alive, there was need for a “hominid”
animal species that lived in the past but have not yet become human, or in other
words have not completed their evolution. That is why Darwinists time to time invent
such so-called primitive "hominid" species. The Denisovan human was thus fabricated
as a figure fitting into this myth of the so-called primitive man.

It is clear that even if such a person had ever lived, he is a complete human being
and bears no difference from us. Even if that were an extinct human race, there has
never been any 'primitive man' at all. Human beings have always existed as perfect
man in every corner of the world from Africa to America, from Europe to Asia. Human
beings have always existed as man on Earth.
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